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ABSTRACT
Staphylococcus aureus is an important pathogen associated with several clinical infections in humans and animals. 

The present study was carried out to evaluate S. aureus for their 2 major capsular polysaccharide genes namely cap5k 
and cap8k. Twenty isolates of S. aureus were obtained from skin wounds of camels in Bikaner, Rajasthan which were 
first identified by conventional cultural and biochemical properties and then confirmed by ribotyping based on 23S 
rRNA gene segment. All the isolates were processed to detect presence of cap5k and cap8k gene by PCR. The results 
demonstrated that 18 (90%) isolates were typable of which 55%  S. aureus isolates possessed cap5k and 35% possessed 
cap8k whereas 10% isolates were not typable for any of these 2 genes.
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The  dromedary  camel  is  a  multipurpose 
domestic animal which significantly contributes 
in human survival and utilisation of desert land in 
harsh weather conditions (Abdurahman and Younan, 
2004;  Rathore and Kataria, 2012). The skin infections 
due to staphylococci causing contagious necrosis, 
dermatitis, wounds, abscesses or similar lesions are 
constant problem in all ages of camel (Wernery, 
2000). Several studies concerning etiology of camel 
wound and abscesses have been conducted in 
different geographic regions by different investigators 
establishing S. aureus as a major causative agent 
(Qureshi et al, 2002; Devrajani et al, 2010; Rathore 
and Kataria, 2012; Aljameel et al, 2014). There are a 
number of virulence factors possessed by S. aureus 
of which capsular polysaccharides (CPs) are one of 
the most important virulence factors (Thakker et al, 
1998), because it confers resistance to phagocytosis 
(Verdier et al, 2007) and prolongs persistence 
of the pathogen in the blood stream of the host 
(O’Riordan and Lee, 2004). The S. aureus strains which 
produce high amount of CPs are relatively more 
resistant to nonspecific opsonophagocytic killing 
indicating that encapsulation might be important 
immune evasion strategy for the organism (Nanra 

et al, 2013). Capsular polysaccharides have been 
demonstrated to represent putative targets for vaccine 
development also (Grunert et al, 2013). Though total 
11 CPs are proposed, only capsule type 5 and 8 are 
predominantly found among various clinical infection 
with S. aureus in humans and animals (Guidry et al, 
1998; Poutrel et al, 1988; O’Riordan and Lee, 2004). 

The literature on capsular genotyping of S. 
aureus is scarce and to our knowledge, only one 
report (Shuiep et al, 2009) could be traced on capsular 
genotyping of S. aureus isolates of camel origin. The 
objective of the present investigation was to carry out 
genotypic characterisation of S. aureus obtained from 
skin wounds in camels from Bikaner, Rajasthan for 
capsular polysachharide  (cap5k and cap8k) genes.    

Materials and Methods

Sample collection 
A total of 22 pus samples were collected 

aseptically with sterile absorbent cotton swab soaked 
in nutrient broth from skin wounds in camels at 
various body parts and brought to the laboratory 
immediately over ice and processed for isolation 
and identification of S. aureus as per standard 




